FIG.2A 



1 GCC CGC GAG AGA AAA TGG CGG CGG CGG CGG 
1 CGG GCG CTC TCT TTT ACC GCC GCC GCC GCC 



31 GCG ATC GCG CCT CGT CGT CGG GAT TCC CGG 
31 CGC TAG CGC GGA GCA GCA GCC CTA AGG GCC 



61 GCG CCG CGG CGG CGA GTC CCG AGG CGG GCG 
61 CGC GGC GCC GCC GCT CAG GGC TCC GCC CGC 



91 GCG GCG GCG GAG GAG GAG GAG CTC TCC AGG 
91 CGC CGC CGC CTC CTC CTC CTC GAG AGG TCC 

121 GAA GCG GCG CGC CCG CAG CGG GCG CGG CGG 
121 CTT CGC CGC GCG GGC GTC GCC CGC GCC GCC 

151 GGC TGC TGC GGG AGC CTG GCA GCG CGG GCC 
151 CCG ACG ACG CCC TCG GAC CGT CGC GCC CGG 



181 GCG AGC GCG CGG ACT GGC GGC GGC GGC ACG 
181 CGC TCG CGC GCC TGA CCG CCG CCG CCG TGC 



211 TGC GCA AAG TGC GGA GTG TGG AGC TGG ACC 
211 ACG CGT TTC ACG CCT CAC ACC TCG ACC TGG 



241 AGC TGC CGG AGC AGC CGC TCT TCC TCG CCG 
241 TCG ACG GCC TCG TCG GCG AGA AGG AGC GGC 



2 71 CCG CCT CGC CGC CCT GCC CAT CTA CTT CCC 
2 71 GGC GGA GCG GCG GGA CGG GTA GAT GAA GGG 



3 01 CGT CGC CGG AGC CCG CGG ACG CGG CTG CAG 
3 01 GCA GCG GCC TCG GGC GCC TGC GCC GAC GTC 



3 31 GAG CGA GTC GCT TCC AGC CCG CGG CGG GAC 
3 31 CTC GCT CAG CGA AGG TCG GGC GCC GCC CTG 



3 61 CGC CAC CCC CGG GAG CGG CGA GTC GCT GCG 
3 61 GCG GTG GGG GCC CTC GCC GCT CAG CGA CGC 



3 91 GCT CCC ACT CTG CCG AGC TGG CGG CCG CGC 
3 91 CGA GGG TGA GAC GGC TCG ACC GCC GGC GCG 



4 21 GGG ACA GCG GCG CCC GGA GCC CCG CGG GGG 
421 CCC TGT CGC CGC GGG CCT CGG GGC GCC CCC 



4 51 CGG AGC CGC CCT CTG CAG CGG CCC CCT CCG 
4 51 GCC TCG GCG GGA GAC GTC GCC GGG GGA GGC 
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541 AGG AGA GAA TGA TCC GGG'AGA'AGC TCA.. AGG 
541 TCC TCT CTT ACT AGG CCC TCT TCG AGT' TCC 

571 CGA CCT GTA TGC CGG CCT GGA AGC ACG AGT 
571 GCT GGA CAT AGG GCC GGA CCT TCG TGC TCA 

; fir. ' < : >:-'' 

6 01 GGT TGG AGA GGA GGA ACA GGA GAG GCC CTG 
601 CCA ACC TCT CCT CCT TGT • GCT CTC CGG GAC 

631 TGG TGG TGA AGC CAA TCC - "CTA TTA AAG GAG 
631 ACC ACC ACT TCG GTT AGG GAT A£T TTC CTC 

*0 1 'I -'Jilt* 

6 61 ATG GAT CTG AAG TGA ATA ACT TGG CAG CTG 
6 61 TAC CTA GAC TTC ACT TAT TGA ACC GTC GAC 

6 91 AGC CCC AGG GAG AGG GCC AGG CAG GTT CCG 

6 91 TCG GGG TCC CTC TCC CGG TCC GTC CAA GGC 

721 CTG CAC CAG CCC CCA AGG GCC GAC GAA GCC 
721 GAC GTG GTC GGG GGT TCC CGG CTG CTT CGG 

751 CAT CTC CTG GCA GCT CTC CGT CAG GGC GCT 

7 51 GTA GAG GAC CGT CGA GAG GCA GTC CCG CGA 

7 81 CGG TGA AGC CGG AAT CCC CAG GAG TAA GAC 
781 GCC ACT TCG GCC TTA GGG GTC CTC ATT CTG 

811 GGA AAC GAG TGT CCC CGG TGC CTT TCC AGA 
811 CCT TTG CTC ACA GGG GCC ACG GAA AGG TCT 

841 GTG GCA GAA TCA CAC CAC CCC GAA GAG CCC 
841 CAC CGT CTT AGT GTG GTG GGG CTT CTC GGG 

8 71 CAT CAC CGG ATG GCT TCT CCC CGT ACA GCC 

8 71 GTA GTG GCC TAC CGA AGA GGG GCA TGT CGG 

9 01 CAG AGG AGA CGA GCC GCC GCG TGA ACA AAG 
901 GTC TCC TCT GCT CGG CGG CGC ACT TGT TTC 

931 TGA TGA GAG CCA GGC TGT ACC TGC TGC AGC 
931 ACT ACT CTC GGT CCG ACA TGG ACG ACG TCG 

961 AGA TAG GAC CCA ACT CTT TCC TGA TTG GAG 
961 TCT ATC CTG GGT TGA GAA AGG ACT AAC CTC 

991 GAG ACA GTC CAG ACA ATA AAT ACC GGG TGT 
9 91 CTC TGT CAG GTC TGT TAT TTA TGG CCC ACA 

1021 TTA TTG GGC CAC AGA ACT GCA GCT GTG GGC 
1021 AAT AAC CCG GTG TCT TGA CGT CGA CAC CCG 

1051 GTG GAG CAT TCT GTA TTC ACC TCT TGT TTG 
1051 CAC CTC GTA AGA CAT AAG TGG AGA ACA AAC 



, FIG.2C , 

1081 TCA TGC TCC GGG TGT TTC AGC TAG AAC* CCT 
1081 AGT ACG AGG CCC ACA AAG TCG ATC TTG GGA 

1111 CTG ACC CCA TGT TAT GGA GAA AAA CTT TAA 
1111 GAC TGG GGT ACA J^TA CCT CTT TTT GAA. ATT 

1141 AAA ATT. TCG AGG TTG '!aGA GTT TGT TCC AGA 
1141 TTT TAA AGC TCC AAC TCT CAA ACA AGG TCT 

1171 AAT ACC ACA GTA GGC GTA. GCT CGA GAA TCA 
1171 TTA TGG TGT CAT CCG CAT 'CCSA GCT CTT AGT 

12 01 AAG CTC CAT CCC GGA ACA CCA TCC AGA AGT 
12 01 TTC GAG GTA GGG CCT TGT GGT AGG TCT TCA 



1231 TTG TGT CAC GCA TGT CAA ATT CTC ACA CAC 
1231 AAC ACA GTG CGT ACA GTT TAA GAG TGT GTG 



12 61 TGT CAT CGT CTA GCA CAT CCA CAT CTA GTT 
12 61 ACA GTA GCA GAT CGT GTA GGT GTA GAT CAA 



12 91 CAG AAA ACA GCA 

12 91 GTC TTT TGT CGT 

1321 AGA TGT GTC CCA 
1321 TCT ACA CAG GGT 

13 51 TGG ATG AGG AGA 
13 51 ACC TAC TCC TCT 

13 81 ATG GCT GCA GGA 
13 81 TAC CGA CGT CCT 



TCA AGG ATG AAG AGG AGC 
AGT TCC TAC TTC TCC TCG 

TCT GCT TGC TGG GCA TGC 
AGA CGA ACG ACC CGT ACG 

GCC TGA CTG TGT GTG AAG 
CGG ACT GAC ACA CAC TTC 

ACA AGC TGC ACC ACC ATT 
TGT TCG ACG TGG TGG TAA 



1411 GCA TGT CCA TCT 
1411 CGT ACA GGT AGA 

1441 GAA ATA GAG AGC 
1441 CTT TAT CTC TCG 



GGG CGG AAG AGT GTA GAA 

CCC GCC TTC TCA CAT CTT 

CTT TAA TAT GTC CCC TTT 

GAA ATT ATA CAG GGG AAA 



14 71 GTA GAT CTA AGT 

1471 CAT CTA GAT TCA 

1501 ACA GCC ATG AGT 

1501 TGT CGG TAC TCA 



GGA GAT CCC ATG ACT TCT 

CCT CTA GGG TAC TGA AGA 

TAT CAA GCC CCG TGG AGT 

ATA GTT CGG GGC ACC TCA 



1531 CCC CCG CCT CCC TGC GAG CTG TCC AGC AGC 
1531 GGG GGC GGA GGG ACG CTC GAC AGG TCG TCG 



1561 CAT CCT CCC CGC AGC AGC CCG TGG CCG GAT 
1561 GTA GGA GGG GCG TCG TCG GGC ACC GGC CTA 



1591 CAC AGC GGA GGA ATC AGG AGA GCA GTT TTA 

1591 GTG TCG CCT CCT TAG TCC TCT CGT CAA AAT RECEIVED- 
DEC 0 3 2002 
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1771 ACG TTA GTG GGG CCC TGT TGT TGG CAA ACG 
1771 TGC AAT CAC CCC GGG ACA ACA ACC GTT TGC 



1801 GGG AGA GCA CTG GAA ACT CTG GAG GCG GCA 
1801 CCC TCT CGT GAC CTT TGA GAC CTC CGC CGT 



1831 GTG GGG GCA GCT TAA GCG CGG GAG CGG CCA 
1831 CAC CCC CGT CGA ATT CGC GCC CTC GCC GGT 



18 61 GCG GGT CCT CCC AGC CCA GCA TCT CAG GGG 
18 61 CGC CCA GGA GGG TCG GGT CGT AGA GTC CCC 



18 91 ATG TGG TGG AGG 
18 91 TAC ACC ACC TCC 

1921 CTA TAG TCT GCG 
1921 GAT ATC AGA CGC 



CGT GCT GCA GTG TCC TGT 

GCA CGA CGT CAC AGG ACA 

CTG ACC CTG TCT ACA AAG 

GAC TGG GAC AGA TGT TTC 



1951 TGT ACG TTG CTG 

1951 ACA TGC AAC GAC 

1981 CCA TGC TGG TAT 

1981 GGT ACG ACC ATA 



CTT TAA AAA CAT TGA GAG 

GAA ATT TTT GTA ACT CTC 

ACA CTC CTT GCC ACA GTC 

TGT GAG GAA CGG TGT CAG 



2 011 TGG CAG AAA GAA TCA AAC TTC AGA GAC TCC 
2 011 ACC GTC TTT CTT AGT TTG AAG TCT CTG AGG 



2 041 TCC GGC CAG TTG TAG ACA CTA TCC TTG TCA 
2 041 AGG CCG GTC AAC ATC TGT GAT AGG AAC AGT 



2 0 71 AGT GTG CAG ATG CCA ACA GCC GCA CGA GTC 
2 0 71 TCA CAC GTC TAC GGT TGT CGG CGT GCT CAG 



2101 AGC TGT 
2101 TCG ACA 

2131 GCA AGG 
2131 CGT TCC 



CCA TAT CTA CAG 

GGT ATA GAT GTC 

GCC AAG CAG GAG 

CGG TTC GTC CTC 



TGC TGG AAC TCT 

ACG ACC TTG AGA 

AGC TGG CGG TTG 

TCG ACC GCC AAC 
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2 701 ACA CAG TCC ATA GAG AGA AAA CTG GAA AAG 
2701 TGT GTC AGG TAT CTC TCT /TTT GAC CTT TTC 

2 731 GAC TAA GTG CTA CGA GAC TGA GTG CCA GCT 
2 731 CTG ATT CAC GAT^GCT CTG ACT CAC GGT 'CGA 

2 761 CGG AGG ACA T,TT. - CTG ACA "GAC TGG CCG GCG 
2 761 GCC TCC TGT AAA GAC TGT CTG ACC GGC CGC 

2 791 TCT CTG TAG GAC TTC CCA;:GCT\ CAA CAA CAA 
2 791 AGA GAC ATC CTG AAG GGT CGA ( .<3TT GTT GTT 

2 821 CAG AAC AAC CAA AGC CAG CGG TTC AAA CAA 
2 821 GTC TTG TTG GTT TCG GTC GCC AAG TTT GTT 

2 8 51 AAG GCA GAC CCC ACA GTC AGT GTT TGA ACT 
2 8 51 TTC CGT CTG GGG TGT CAG TCA CAA ACT TGA 

2 8 81 CCT CCC CTT TGT CTC ATG CTC AAT TAA TGT 
2 8 81 GGA GGG GAA ACA GAG TAC GAG TTA ATT ACA 

2 911 TCC CAG CAC CAT CAG CCC CTT GTT CCT CTG 
2 911 AGG GTC GTG GTA GTC GGG GAA CAA GGA GAC 

2 941 CCC CGT CTG TCC CAG ATA TTT CTA AGC ACA 
2 941 GGG GCA GAC AGG GTC TAT AAA GAT TCG TGT 

2 971 GAC CCC AGG CAT TTG TTC CCT GCA AAA TAC 

2 971 CTG GGG TCC GTA AAC AAG GGA CGT TTT ATG 

3 001 CTT CCG CAT CTC CTC AGA CAC AGC GCA AGT 
3 0 01 GAA GGC GTA GAG GAG TCT GTG TCG CGT TCA 

3 031 TCT CTC TAC AAT TCC AGA GGA ACT GCT CTG 
3 031 AGA GAG ATG TTA AGG TCT CCT TGA CGA GAC 

3 061 AAC ACC GAG ACT CAG ACC AGC TCT CCC CAG 
3 061 TTG TGG CTC TGA GTC TGG TCG AGA GGG GTC 

3 0 91 TCT TCA CTC AGT CAA GAC CCC CAC CCT CCA 
3 0 91 AGA AGT GAG TCA GTT CTG GGG GTG GGA GGT 

3121 GTA ACA TAC ACA GGC CAA AGC CAT CCC GAC 
3121 CAT TGT ATG TGT CCG GTT TCG GTA GGG CTG 

3151 CCG TTC CGG GCA GTA CAA GCA AAC TAG GGG 
3151 GGC AAG GCC CGT CAT GTT CGT TTG ATC CCC 

3181 ACG CCA CAA AAA GTA GCA TGA CAC TTG ATC 
3181 TGC GGT GTT TTT CAT CGT ACT GTG AAC TAG 

3 211 TGG GCA GTG CTT CCA GGT GTG ACG ACA GCT RECEIVE 

3211 ACC CGT CAC GAA GGT CCA CAC TGC TGT CGA DEC 0 3 Z002 
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33 61 TTC TTG AAG CAT CCA TGC CTT CAA GTG ACA 
3 3 61 AAG AAC TTC GTA GGT ACG GAA GTT CAC TGT 



3 3 91 CGA CAG TCA CTT TCA AGT CCG , AAG TCG CCG 
3 3 91 GCT GTC AGT GAA AGT TCA GGC TTC AGC GGC 

3421 TCC TCT CTC CGG AAA AGG CCG AAA ATG ACG 
3421 AGG AGA GAG GCC TTT TCC GGC TTT TAC TGC 

34 51 ACA CCT ACA AAG ACG ACG TCA ATC ATA ATC 
34 51 TGT GGA TGT TTC TGC TGC AGT TAG TAT TAG 



3481 AAA AGT GCA AAG AAA AGA TGG AAG CTG AAG 

34 81 TTT TCA CGT TTC TTT TCT ACC TTC GAC TTC 

3 511 AGG AGG AGG CTT TAG CGA TCG CCA TGG CGA 

3 511 TCC TCC TCC GAA ATC GCT AGC GGT ACC GCT 



3 541 TGT CAG CGT CTC AGG ATG CCC TCC CCA TCG 
3 541 ACA GTC GCA GAG TCC TAC GGG AGG GGT AGC 



3 571 TCC CTC AGC TGC AGG TGG AAA ATG GAG AAG 
3 571 AGG GAG TCG ACG TCC ACC TTT TAC CTC TTC 



3 6 01 ATA TTA TCA TCA TTC AGC AGG ACA CAC CAG 
3 6 01 TAT AAT AGT AGT AAG TCG TCC TGT GTG GTC 



3 631 AAA CTC TTC CAG GAC ATA CCA AAG CGA AAC 
3 631 TTT GAG AAG GTC CTG TAT GGT TTC GCT TTG 



3661 AGC CTT ACA GAG AAG ACG CTG AGT GGC TGA 
3661 TCG GAA TGT CTC TTC TGC GAC TCA CCG ACT 



3 6 91 AAG GCC AGC AGA TAG GCC TCG GAG CAT TTT 
3 6 91 TTC CGG TCG TCT ATC CGG AGC CTC GTA AAA 



3 721 CTT CCT GTT ACC AAG CAC AGG ATG TGG GGA 
3 721 GAA GGA CAA TGG TTC GTG TCC TAC ACC CCT 



3 751 CTG GGA CTT TAA TGG CTG TGA AAC AGG TGA 

3751 GAC CCT GAA ATT ACC GAC ACT TTG TCC ACT nmri\ /rr> 
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3781 CGT ACG TCA GAA ACA CAT CCT CCG AGC AGG 
3781 GCA TGC AGT CTT TGT GTA GGA GGC TCG TCC 

3811 AGG AGG TGG .TGG AAG ,CGT TGA GGG AAG AGA 
3811 TCC TCC ACC ACC TTC GCA ACT CCC TTC TCT 

3 841 TCC GGA TGA TGG GTC V ACC TCA ACC ATC CAA 
3 841 AGG CCT ACT ACC CAG TGG AGT TGG TAG GTT 

3 8 71 ACA TCA TCC GGA TGC TGG GGG CCA CGT GCG 
3 8 71 TGT AGT AGG CCT ACG ACC, v CCC GGT GCA CGC 

3 901 AGA AGA GCA ACT ACA ACC TCT TCA TTG AGT 
3 901 TCT TCT CGT TGA TGT TGG AGA AGT AAC TCA 

3 931 GGA TGG CGG GAG GAT CTG TGG CTC ACC TCT 
3 931 CCT ACC GCC CTC CTA GAC ACC GAG TGG AGA 

3 961 TGA GTA AAT ACG GAG CTT TCA AGG AGT CAG 
3 961 ACT CAT TTA TGC CTC GAA AGT TCC TCA GTC 

3 991 TCG TCA TTA ACT ACA CTG AGC AGT TAC TGC 

3 991 AGC AGT AAT TGA TGT GAC TCG TCA ATG ACG 

4 021 GTG GCC TTT CCT ATC TCC ACG AGA ACC AGA 
4 021 CAC CGG AAA GGA TAG AGG TGC TCT TGG TCT 

4 051 TCA TTC ACA GAG ACG TCA AAG GTG CCA ACC 
4 051 AGT AAG TGT CTC TGC AGT TTC CAC GGT TGG 

4 0 81 TGC TCA TTG ACA GCA CCG GTC AGA GGC TGA 
4 0 81 ACG AGT AAC TGT CGT GGC CAG TCT CCG ACT 

4111 GAA TTG CAG ACT TTG GAG CTG CTG CCA GGT 
4111 CTT AAC GTC TGA AAC CTC GAC GAC GGT CCA 

4141 TGG CAT CAA AAG GAA CCG GTG CAG GAG AGT 
4141 ACC GTA GTT TTC CTT GGC CAC GTC CTC TCA 

4171 TCC AGG GAC AGT TAC TGG GGA CAA TTG CAT 
4171 AGG TCC CTG TCA ATG ACC CCT GTT AAC GTA 

42 01 TCA TGG CGC CTG AGG TCC TAA GAG GTC AGC 
42 01 AGT ACC GCG GAC TCC AGG ATT CTC CAG TCG 

4231 AGT ATG GTA GGA GCT GTG ATG TAT GGA GTG 
4231 TCA TAC CAT CCT CGA CAC TAC ATA CCT CAC 

42 61 TTG GCT GCG CCA TTA TAG AAA TGG CTT GTG 
42 61 AAC CGA CGC GGT AAT ATC TTT ACC GAA CAC 

42 91 CAA AAC CAC CTT GGA ATG CAG AAA AAC ACT 

42 91 GTT TTG GTG GAA CCT TAC GTC TTT TTG TGA _ ^ _ „ 
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4321 CCA ATC ATC TCG CCT TGA TAT TTA AGA TTG 
4321 GGT TAG TAG AGC GGA ACT ATA AAT TCT AAC 



4 3 51 CTA GCG CAA CTA 

4351 GAT CGC GTT GAT 

4 3 81 CAC ACC TGT CCC 

43 81 GTG TGG ACA GGG 

4411 CCG TGC GCT GCT 

4411 GGC ACG CGA CGA 

4441 ACC GGC CTC CGT 

4441 TGG CCG GAG GCA 



CTG CAC CGT CCA TCC CGT 
GAC GTG GCA GGT AGG GCA 

CGG GTC TGC GCG ACG TGG 

GCC'CAG'ACG CGC TGC ACC 

i .r; * 

TAG AAC— TTC n AGC CTC AGG 

ATC .TTG V AAG - TCG GAG TCC 

CCA GAG AGC TGC TGA AAC 
GGT CTC TCG ACG ACT TTG 



44 71 ATC CGG TCT TCC GTA CCA CGT GGT AGT TAA 
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